The title compound, C 12 H 14 N 2 O, was obtained by reaction of (AE)-1-(1H-benzimidazol-2-yl)ethanol with 3-bromoprop-1ene. The asymmetric unit contains four crystallographically independent molecules. In the crystal, molecules 1 and 2 are linked via O-HÁ Á ÁN hydrogen bonds, forming chains propagating along [010] . Molecules 3 and 4 are linked to these chains via O-HÁ Á ÁO hydrogen bonds.
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Comment
Benzimidazole and its derivatives are important pharmaceutical intermediates and have attracted considerable attention because of good biological and pharmaceutical activities (Matsuno,et al., 2000; Garuti,et al., 1999) . These compounds also display other interesting properties as catalysts (Stibrany, 2001) and proton sponges (Stibrany et al., 2002) . In this paper, the synthesis and crystal structure of the title compound is reported. Fig. 1 shows an ORTEP plot of the title compound. There are four crystallographically independent molecules in the asymmetric unit. The C═C bonds are within normal ranges. The four benzimidazole ring systems are substantially planar with the the largest deviations from the mean plane of 0.018 (5), 0.008 (5), 0.018 (5) and 0.017 (5) Å for C1-C7/N1/N2, C13-C19/N3/N4, C25-C31/N5/N6 and C37-C43/N7/N8, respectively. In the structure of the title compound ( Fig. 2) , molecules are connected through intermolecular O-H···N and O-H···O hydrogen bonds into layers parallel to the (110) plane.
Experimental
All chemicals were obtained from commercial sources and used directly without further purification. (+/-)-1-(1Hbenzimidazol-2-yl)ethanol was synthesized according to the literature methos (Xia & Xu, 2008) . (+/-)-1-(1Hbenzimidazol-2-yl)ethanol (0.81 g, 5 mmol) was dissolved in acetone (10 ml), then 3-bromoprop-1-ene (0.6 g, 5 mmol) and K 2 CO 3 (0.83 g, 6 mmol) was added to the solution. The mixture was heated to reflux for 15 h at 70°C. The organic solvent was removed under reduced pressure, and 50 ml chloroform was added. The solid was removed by filtration and washed with chloroform. The combined organic solution was washed with water, dried over anhydrous Na 2 SO 4 , and the solvent removed under reduced pressure. The residues was purified by choromatography column with CHCl 3 to afford the pure light yellow solid (0.745 g, yield: 74%). 1 H-NMR(CDCl 3 , 500 MHz): δ1.69 (d, 3 H), 3.66(br, 1H), 4.80(m, 2H), 4.98(d, 1H), 5.11 (q, 1 H), 5.21(d, 1 H), 5.94(m, 1 H), 7.25(m, 3H), 7.73 (m, 1 H). Single crystals of the title compound suitable for X-ray diffraction analysis were obtained from a methanol solution by slow evaporation after a week.
Refinement
All H atoms attached to C and O atom were fixed geometrically and treated as riding, with C-H = 0.98 Å (methine), 0.96 Å (methyl) or 0.93 Å(aromatic), O-H = 0.82 Å, and with U iso (H) = 1.2U eq (C) or 1.5U eq (C, O) for methyl and hydroxy H atoms. In the absence of significant anomalous scattering, 3937 Friedel pairs have been merged. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
